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FIGURE 1A 

Sequence of cadherin 3 (GenBank accession number NP_001 784) 
SEQ ED NO:l 

MGLPRGPLASLLLLQVCWLQCAASEPCRAVFREAEVTLEAGGAEQEPGQALGK 

WMGCPGQEPALFSTDNDDFTVRNGETVQERRSLKERNPLKIFPSKPvILRRtlKRD 

WVVAPISVPENGKGPFPQRLNQLKSNKDRDTKIFYSITGPGADSPPEGVFAVEKE 

TGWLLLNKPLDREEIAKYELFGHAVSENGASVEDPMNISIIVTDQNDHKPKFTQD 

TFRGSVLEGVLPGTSVMQVTATDEDDAIYTYNGVVAYSfflSQEPKDPHDLMFTI 

HRSTGTISVISSGLDREKVPEYTLTIQATDMDGDGSTTTAVAVVEILDANDNAPM 

FDPQKYEAHVPENAVGHEVQRLTVTDLDAPNSPAWRATYLIMGGDDGDHFTITT 

HPESNQGILTTRKGLDFEAKNQHTLYVEVTNEAPFVLKLPTSTATIVVHVEDVNE 

APVFVPPSKVVEVQEGIPTGEPVCVYTAEDPDKENQKISYRILRDPAGWLAMDPD 

SGQVTAVGTLDREDEQFVRNNIYEVMVLAMDNGSPPTTGTGTLLLTLIDVNDHG 

PVPEPRQITICNQSPVRHVLNITDKDLSPHTSPFQAQLTDDSDIYWTAEVNEEGDT 

VVLSLKKFLKQDTYDVHLSLSDHGNKEQLTVIRATVCDCHGHVETCPGPWKGG 

FILPVLGAVLALLFLLLVLLLLVRKKRKIKEPLLLPEDDTRDNVFYYGEEGGGEE 

DQDYDITQLHRGLEARPEVVLRNDVAPTIIPTPMYRPRPANPDEIGNFIIENLKAA 

NTDPTAPPYDTLLVFDYEGSGSDAASLSSLTSSASDQDQDYDYLNEWGSRFKKL 

ADMYGGGEDD 



FIGURE IB 

Sequence of matrix metalloproteinase 14 (GenBank accession number NP_004986) 
SEQ ED NO:2 

MSPAPRPPRCLLLPLLTLGTALASLGSAQSSSFSPEAWLQQYGYLPPGDLRTHTQ 

RSPQSLSAAIAAMQKFYGLQVTGKADADTMKAMRRPRCGVPDKFGAEEKANVR 

RKRYAIQGLKWQHNEITFCEQNYTPKVGEYATYEAERKAFRVWESATPLRFREVP 

YAYEREGHEKQADIMEFFAEGFHGpSTPFDGEGGFLAHAYFPGPNIGGDTHFDSA 

EPWTVRNEDLNGNDEFLVAVHELGFEALGLEHSSDPSAIMAPFYQWMDTENFVLP 

DDDRRGIQQLYGGESGFPTKMPPQPRTTSRPSVPDICPKNPTYGPNICDGNFDTVA 

MLRGEMFVFKERWFWRVRNNQVMDGYPMPIGQFWRGLPASINTAYERKDGKF 

VFFKGDKHWVFDEASLEPGYPKHIKELGRGLPTDKIDAALFWMPNGKTYFFRGN 

KYYRFNEELRAVDSEYPKNIKVWEGIPESPRGSFMGSDEVFTYFYKGNKYWKFN 

NQKLKVEPGYPKSALRDWMGCPSGGRPDEGTEEETEVIIIEVDEEGGGAVSAAA 

WLPVLLLLLVLAVGLAVFFFRRHGTPRRLLYCQRSLLDKV 



FIGURE 1C (1) 

Sequence of cadherin EGF LAG seven-pass G-type receptor 2 (GenBank accession 
number NP_001 399) 

SEQ ID NO:3 

MRSPATGVPLPTPPPPLLLLLLLLLPPPLLGDQVGPCRSLGSRGRGSSGACAPMG 

WLCPSSASNLWLYTSRCRDAGTELTGHLVPHHDGLRVWCPESEAHIPLPPAPEG 

CPWSCRLLGIGGHLSPQGKLTLPEEHPCLKAPRLRCQSCKLAQAPGLRAGERSPE 

ESLGGRRKRNVNTAPQFQPPSYQATVPENQPAGTPVASLRAEDPDEGEAGRLEYT 

MDALFDSRSNQFFSLDPVTGAVTTAEELDRETKSTHVFRVTAQDHGMPRRSALA 

TLTILVTDTNDHDPVFEQQEYKESLRENLEVGYEVLTVRATDGDAPPNANILYRL 

LEGSGGSPSEVFEEDPRSGVIRTRGPVDREEVESYQLTVEASDQGRDPGPRSTTAA. 

VFLSVEDDNDNAPQFSEKRYVVQVREDVTPGAPVLRVTASDRDKGSNAVVHYSI 

MSGNARGQFYLDAQTGALDVVSPLDYETTKEYTLRVRAQDGGRPPLSNVSGLV 

TVQVLDINDNAPIFVSTPFQATVLESVPLGYLVLHVQAIDADAGDNARLEYRLAG 

VGHDFPFTINNGTGWISVAAELDREEVDFYSFGVEARDHGTPALTASASVSVTVL 

DVNDNNPTFTQPEYTVRLNEDAAVGTSWTVSAVDRDAHSVITYQITSGNTRNR 

FSITSQSGGGLVSLALPLDYKLERQYVLAVTASDGTRQDTAQIVVNVTDANTHRP 

VFQSSHYTVNVNEDRPAGTTWLISATDEDTGENARITYFMEDSffQFRIDADTG 

AVTTQAELDYEDQVSYTLAITARDNGIPQKSDTTYLEILVNDVNDNAPQFLRDSY 

QGSVYEDVPPFTSVLQISATDRDSGLNGRVFYTFQGGDDGDGDFIVESTSGIVRT 

LRRLDRENVAQYVLRAYAVDKGMPPARTPMEVTVTVLDVNDNPPVFEQDEFDV 

FVEENSPIGLAVARVTATDPDEGTNAQIMYQIVEGNIPEVFQLDIFSGELTALVDL 

DYEDRPEYVLVIQATSAPLVSRATVHVRLLDRNDNPPVLGNFEILFNNYVTNRSS 

SFPGGAIGRVPAHDPDISDSLTYSFERGNELSLVLLNASTGELKLSRALDNNRPLE 

AIMSVLVSDGVHSVTAQCALRVTIITDEMLTHSITLRLEDMSPERFLSPLLGLFIQA 

VAATLATPPDHVVVFNVQRDTDAPGGHILNVSLSVGQPPGPGGGPPFLPSEDLQE 

RLYLNRSLLTAISAQRVLPFDDNICLREPCENYMRCVSVLRFDSSAPFIASSSVLFR 

PfflPVGGLRCRCPPGFTGDYCETEVDLCYSRPCGPHGRCRSREGGYTCLCRDGYT 

GEHCEVSARSGRCTPGVCKNGGTCVNLLVGGFKCDCPSGDFEKPYCQVTTRSFP 

AHSFITFRGLRQRFHFTLALSFATKERDGLLLYNGRFNEKHDFVALEVIQEQVQL 

TFSAGESTTTVSPFVPGGVSDGQWHTVQLKYYNKPLLGQTGLPQGPSEQKVAVV 

TVDGCDTGVALRFGSVLGNYSCAAQGTQGGSKKSLDLTGPLLLGGVPDLPESFP 

VRMRQFVGCMRNLQVDSRHIDMADFIANNGTVPGCPAKKNVCDSNTCHNGGT 

CVNQWDAFSCECPLGFGGKSCAQEMANPQHFLGSSLVAWHGLSLPISQPWYLSL 

MFRTRQADGVLLQAITRGRSTITLQLREGHVMLSVEGTGLQASSLRLEPGRAND 

GDWHHAQLALGASGGPGHAILSFDYGQQRAEGNLGPRLHGLHLSNITVGGIPGP 

AGGVARGFRGCLQGVRVSDTPEGVNSLDPSHGESINVEQGCSLPDPCDSNPCPA 

NSYCSNDWDSYSCSCDPGYYGDNCTNVCDLNPCEHQSVCTRKPSAPHGYTCEC 

PPNYLGPYCETRIDQPCPRGWWGHPTCGPCNCDVSKGFDPDCNKTSGECHCKEN 

HYRPPGSPTCLLCDCYPTGSLSRVCDPEDGQCPCKPGVIGRQCDRCDNPFAEVTT 

NGCEVNYDSCPRAIEAGIWWPRTRFGLPAAAPCPKGSFGTAVRHCDEHRGWLPP 

NLFNCTSITFSELKGFAERLQRNESGLDSGRSQQLALLLRNATQHTAGYFGSDVK 

VAYQLATRLLAHESTQRGFGLSATQDVHFTENLLRVGSALLDTANKRHWELIQQ 



Figure 1C contim 



(2) 



TEGGTAWLLQHYEAYASALAQNMRHTYLSPFTIVTPNIVISVVRLDKGNFAGAK 

LPRYEALRGEQPPDLETTVILPESVFRETPPVVRPAGPGEAQEPEELARRQRRHPE 

LSQGEAVASVIIYRTLAGLLPHNYDPDKRSLRVPKRPIINTPVVSISVHDDEELLPR 

ALDKPVTVQFRLLETEERTKPICVFWNHSILVSGTGGWSARGCEVVFRNESHVSC 

QCNHMTSFAVLMDVSRRENGEILPLKTLTYVALGVTLAALLLTFFFLTLLRILRS 

NQHGIRRNLTAALGLAQLVFLLGINQADLPFACTVIAILLHFLYLCTFSWALLEAL 

HLYRALTEVRDVNTGPMRFYYMLGWGVPAFITGLAVGLDPEGYGNPDFCWLSI 

YDTLIWSFAGPVAFAVSMSVFLYILAARASCAAQRQGFEKKGPVSGLQPSFAVLL 

LLSATWLLALLSVNSDTLLFHYLFATCNCIQGPFIFLSYVVLSKEVRKALKLACSR 

KPSPDPALTTKSTLTSSYNCPSPYADGRLYQPYGDSAGSLHSTSRSGKSQPSYIPF 

LLREESALNPGQGPPGLGDPGSLFLEGQDQQHDPDTDSDSDLSLEDDQSGSYAST 

HSSDSEEEEEEEEEEAAFPGEQGWDSLLGPGAERLPLHSTPKDGGPGPGKAPWPG 

DFGTTAKESSGNGAPEERLRENGDALSREGSLGPLPGSSAQPHKGILKKKCLPTIS 

EKSSLLRLPLEQCTGSSRGSSASEGSRGGPPPRPPPRQSLQEQLNGVMPIAMSIKA 

GTVDEDSSGSEFLFFNFLH 
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Figure ID 

Peptides for antibodies that bind to cadherin3 (GenBank accession number NP_001784): 
RAVFREAEVTLEAGGAEQE (SEQ ID NO:4) 
QEPALFSTDNDDFTVRN (SEQ ID NO:5) 
QKYEAHVPENAVGHE (SEQ ID NO:6) 

Peptides for antibodies that bind to matrix metalloproteinase 14 (GenBank accession 
number NP_004986): 

AYIREGHEKQADIMIFFAE (SEQ ID NO:7) 
DEASLEPGYPKHIKELGR (SEQ ID NO:8) 
RGSFMGSDEVFTYFYK (SEQ ID NO:9) 

Peptides for antibodies that bind to anti-cadherin EGF LAG seven-pass G-type receptor 2 
(GenBank accession number NP_00 1399): 

QASSLRLEPGRANDGDWH (SEQ ID NO: 10) 

ELKGFAERLQRNESGLDSGR (SEQ ID NO: 1 1) 

RSGKSQPSYEPFLLREE (SEQ ED NO: 12) 

Peptides for antibodies that bind to anti-cytokeratinl7: 
KKEPVTTRQVRTIVEE (SEQ ED NO: 13) 
QDGKVISSREQVHQTTR (SEQ ID NO: 14) 
SSSEKGSSGLGGGSS (SEQ ED NO: 15) 
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FIGURE 2 



Intrinsic Gene Subset 
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Epithelial-Enriched Gene Subset 
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Figure 3 





FIGURE 4A 
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FIGURE 4C 



Figure 5A 




FIGURE 6 




FIGURE 7 



